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The fifth revised edition of this highly successful book
presents the most extensive enhancement since
Using and Understanding Medical Statistics was first
published 30 years ago. Without question, the single
greatest change has been the inclusion of source
code, together with selected output, for the awardwinning, open-source, statistical package known as
R. This innovation has enabled the authors to deemphasize formulae and calculations, and let software do all of the ‘heavy lifting’.
This edition also introduces readers to several graphical statistical tools, such as Q-Q plots to check normality, residual plots for multiple regression models,
funnel plots to detect publication bias in a metaanalysis and Bland-Altman plots for assessing agreement in clinical measurements. New examples that
better serve the expository goals have been added
to a half-dozen chapters. In addition, there are new
sections describing exact confidence bands for the
Kaplan-Meier estimator, as well as negative binomial
and zero-inflated Poisson regression models for overdispersed count data.
The end result is not only an excellent introduction
to medical statistics, but also an invaluable reference
for every discerning reader of medical research literature.
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medical sciences, public health, humanities and social sciences. This includes legal, ethical, social and
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promotion and prevention, health information
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Conditions
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of practices or policies in the field of public health
genomics. All manuscripts are subject to editorial
review. Names, postal and e-mail addresses of two
experts in the appropriate area of research should
accompany each manuscript. Selected scientist(s)
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referees suggested should not be from the same institution as the author. Manuscripts must be accompanied by a covering letter indicating the section
for which the paper is intended. Submission of an
article for publication implies the transfer of the
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acceptance. Accepted papers become the permanent property of Public Health Genomics and may
not be reproduced by any means, in whole or in
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to reproduce illustrations, tables, etc. from other
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Types of Papers
Public Health Genomics consists of the following
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• Original Papers
• Reviews
• Short Communications
• Policy Statements
Original Papers are full-length research papers that
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instance, we ask the author to send the editorial
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800–1,200 dpi. Figure files must not be embedded
in a document file but submitted separately (see detailed instructions at www.karger.com/phg/).
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All nonstandard abbreviations used in the text
should be defined immediately before the first such
abbreviation. Abbreviations should not be overused in the text and should never be used to begin
a sentence.
Further Suggestions: Single authors should avoid the
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Call for Research Collaboration to Understand the Genetic Architecture of
Founder Populations Throughout the World to Impact Health and Disease
Announcing the DRIFT Consortium:
Discovery Research Investigating Founder Population Traits
The Regeneron Genetics Center (RGC), located in Tarrytown, New York, is a large-scale, fully integrated
genomics program that builds on Regeneron Pharmaceuticals, Inc. well-established expertise in genetics
and related technologies. The objective of the RGC is to use DNA sequencing to gain new insights into
disease mechanisms, identify novel therapeutic targets and ultimately speed drug discovery and
development to help patients in need. We work collaboratively with academic colleagues worldwide and
use a number of study designs and experimental approaches. One approach is to identify and study
individuals with rare loss of function mutations and their associated phenotypes. Founder populations
offer a unique opportunity to identify these informative alleles since they may be enriched in the
population through drift and also may be more often found in their homozygous state through endogamy.
We have founded the DRIFT Consortium with the goals of (i) cataloging population-specific allelic
architecture; (ii) understanding the biological and functional consequences of specific mutations identified;
and (iii) sharing and establishing best practice approaches to relieve disease burden in these populations.
DRIFT is planning two tiers of collaboration models (see details below). For both models, we intend to
broadly share data and results with the research community. If exciting new results are generated from a
Tier 1 or Tier 2 collaboration, there will be potential for the design and funding of follow-up “genotype-first
call-back” studies for additional collaborative research to delve more deeply into biological mechanisms
and pathways.
Tier 1

Tier 2

GOAL: To canvas the allelic architecture of the
population by exome sequencing and GWAS
chips from relatively unrelated individuals

GOAL: To establish a partnership/ collaborative
effort focused on novel gene discovery for
phenotypes of mutual interest

x
x
x

x

Collaborator will provide the RGC deidentified DNA samples (300-400)
RGC will provide high-depth exome
sequence and GWAS chip data back to
collaborator free of charge
No exchange of phenotype information is
necessary for Tier 1
If the joint sequence data is used for any
genotype-phenotype analyses, we ask that
results be shared with Regeneron;
collaborator is free to publish results
A short form material transfer agreement will
be used to govern the collaboration

x
x
x
x
x

x
Contacts:
x

Alan R. Shuldiner, M.D.
Vice President & Co-Head, RGC
E: Alan.Shuldiner@regeneron.com
T: +1-914-847-1081

x

An academic collaboration model where
Collaborator and the RGC will jointly develop
the research plan
A larger number of DNA samples (100s –
10,000s) will be provided by Collaborator; the
exact number will be determined jointly
RGC will provide all exome sequence data to
Collaborator free of charge
As part of the collaboration, deidentified
phenotype data will be shared
Data analyses of the combined sequence and
phenotype data set will be performed
collaboratively and each party is free to use
the data set for its internal research
Collaborators will be encouraged to publish
results and each party is free to use
published results for any and all purposes

George P. Patrinos, Ph.D.
Associate Professor, University of Patras &
Member; Scientific Advisory Committee, Genomic Medicine Alliance
E: gpatrinos@upatras.gr
T: +30-2610-962-339

F16113

x

REGISTRATION AND HOUSING NOW OPEN!
FOR THE BEST REGISTRATION AND HOUSING RATES VISIT
WWW.ASGCT.ORG/AM16.

JOIN US FOR THE

ASGCT 19TH ANNUAL MEETING
IN WASHINGTON, DC | MAY 4-7, 2016

Topics may include:
• Germ-Line Genetic Modification
• Intellectual Property, Pricing and
Reimbursement
• T Cell Immunotherapy for Cancer
• Advances in Physical Gene Delivery
• Cardiovascular Gene and Cell Therapy

ASGCT-0216-669

VISIT WWW.ASGCT.ORG/AM16 TO REGISTER OR
BOOK YOUR HOTEL ROOM
info@asgct.org 414.278.1341

F16223

Early registration and housing close on April 13, 2016.

Dolphin Day hotel
Syros island, Greece
September 22–26, 2016

Cancer Genomics and Individualized Therapy

Visit http://summerschools.goldenhelix.org
for the Scientific Program and online registration
All submitted abstracts will be published in a Supplement issue of
Public Health Genomics, the official journal of the Genomic Medicine Alliance indexed in PubMed (2014 Impact Factor: 2.208)

The Genomic Medicine Alliance is a global research network aiming to create collaboration ties between academics, researchers,
regulators, and the general public interested in all aspects of genomics and personalized medicine. The Alliance provides the means to
establish networks and to encourage collaborative work towards
advancing the Genomic Medicine discipline, focusing in particular
on translating results from academic research into clinical practice.

Members of the Genomic Medicine Alliance are entitled to the
following significant benefits and discounts:
• Reduced annual subscription fees (139 EUR for online and
178 EUR for printed and online)
• 10% discount on the Open Access fee (Karger’s Author’s choice
service)
• 30% discount off the full price of Karger’s books
F16264

Registration and
abstract submission deadline:
July 2, 2016

Public Health Genomics is the official journal of the Genomic
Medicine Alliance, aiming to provide an ideal publication forum to
members of the Genomic Medicine Alliance.

Visit
http://www.genomicmedicinealliance.org
to become a member –
Registration is FREE OF CHARGE

New insights into suicidal behavior and its prevention

Advances in Biological Psychiatry
Editors: W.P. Kaschka, W.F. Gattaz

Vol. 30

Biological Aspects
of Suicidal Behavior
Editors

W.P. Kaschka
D. Rujescu

Biological Aspects of
Suicidal Behavior
Editors

Wolfgang P. Kaschka
Dan Rujescu

Biological Aspects of Suicidal Behavior
Editors: Kaschka, W.P. (Ulm/Ravensburg);
Rujescu, D. (Halle)
X + 170 p., 4 fig. in color, 6 tab., 2016
CHF 124.00 / EUR 116.00 / USD 146.00
(hard cover)
CHF 149.00 / EUR 139.00 / USD 175.00 (online)
Online version for institutional purchase
Prices subject to change, VAT not included
EUR price for eurozone countries, USD price for
USA and Latin America only
ISBN 978–3–318–05583–2 (hard cover)
e-ISBN 978–3–318–05584–9
Advances in Biological Psychiatry, Vol. 30
Series Editors: Kaschka W.P. (Ulm/Ravensburg);
Gattaz, W.F. (São Paulo)

Suicide is one of the most important causes of death
in modern societies. To develop more effective preventive measures, we have to be aware of and learn
more about its neurobiological foundations.
In recent years, the tools of modern neurosciences
have increasingly been utilized to characterize the
pathophysiology of complex human behaviors such
as suicide. To improve suicide risk assessment and
suicide prevention, a better understanding of its
pathophysiology is crucial. This includes research
from a variety of disciplines such as neuropsychological, psychosocial and cultural studies but also
findings from biochemistry, neuropathology, electrophysiology, immunology, neuroimaging, genetics,
and epigenetics. Important results have, for example,
been obtained in the field of gene-environment interaction and suicidal behavior. We have just begun
to understand how early-life adversity may increase
suicide risk by epigenetic mechanisms. Based on
such insights, novel therapeutic interventions and
preventive measures can be developed. Furthermore, a better understanding of the pathophysiological mechanisms involved in suicidal behavior could
reveal the mechanism of compounds like lithium
salts. In this book, suicidal behavior and its prevention
is discussed by international experts in the light of
the most recent results from a broad spectrum of
neurosciences.
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Personalised and precision medicine (PPM) has the
potential to revolutionise not only the treatment but
also the prevention of diseases. Advances such as the
successful development of targeted therapies like
imatinib mesylate for chronic myeloid leukaemia and
Herceptin/trastuzumab for erbB-2-positive breast
cancer have changed clinical practice for these cancer indications. However, for every breakthrough
therapy, there is a succession of ‘one-size-fits-all’ approaches that deliver minimal or no benefit despite
the billions of euros/dollars and the number of years
invested in their development.
There are various challenges now to facilitate an
accelerated ‘concept-to-clinic’ culture, but in a way
that translates preliminary discovery ‘hits’ into robust
but affordable clinical ‘wins’ for patients. In this special issue of Public Health Genomics, several stakeholders outline the key challenges and the potential solutions that will help embed PPM in evolving innovative clinical trial frameworks. These have been
brought together by the Brussels-based European
Alliance for Personalised Medicine, a multi-stakeholder organisation that includes patient groups, researchers, front-line healthcare professionals, industry representatives and more, and is in regular
discussions with the European Council, Commission,
Parliament and Member State governments as it
aims to see PPM integrated into healthcare systems
across the EU.

Dear Librarian
I have reviewed this publication and
would like to recommend it for our library.

Contents
Editorial
tGetting Personal: Accelerating Personalised and
Precision Medicine Integration into Clinical Cancer
Research and Care in Clinical Trials: Horgan, D.;
Lawler, M.; Brand, A.
tPersonalised and Precision Medicine in Cancer

Clinical Trials: Panacea for Progress or Pandora’s
Box?: Lawler, M.; Sullivan, R.
tThe Challenges of Precision Oncology Drug
Development and Implementation:
Hollingsworth, S.J.; Biankin, A.V.
tEstablishing the Evidence Bar for Molecular

Diagnostics in Personalised Cancer Care:
Schneider, D.; Bianchini, G.; Horgan, D.; Michiels, S.;
Witjes, W.; Hills, R.; Plun-Favreau, J.; Brand, A.; Lawler, M.
on behalf of EAPM Working Group for Oncology
Clinical Research
tDecision-Making Process Related to Participation

in Phase I Clinical Trials: A Nonsystematic Review of
the Existing Evidence: Gorini, A.; Mazzocco, K.;
Pravettoni, G.
tVirtual Clinical Trials, an Essential Step in Increasing

the Effectiveness of the Drug Development
Process: Lehrach, H.
tIntegrating Personalized Medicine in the Canadian
Environment: Efforts Facilitating Oncology Clinical
Research: Syme, R.; Carleton, B.; Leyens, L.; Richer, E.
tCharting the Course for a New Cancer Clinical
Research Culture: Tejpar, S.; Salgado, R. on behalf of
the Working Groups ‘Biomarker’ and ‘Clinical Trial
Framework’ of the European Alliance for Personalised
Medicine (EAPM)

Recommended by:

tClinical Trials, Data Protection and Patient

Empowerment in the Era of the New EU
Regulations: Negrouk, A.; Horgan, D.; Gorini, A.;
Cutica, I.; Leyens, L.; Schee also known as Halfmann, S.;
Pravettoni, G.

Department:

Author Index/Subject Index

Signature:

The easiest way to order: w w w.karger.com/phg

Orders may be placed with any bookshop,
subscription agency, directly with the publisher
or through a Karger distributor.

Karger – Medical and Scientific Publishers
CH–4009 Basel, Switzerland
orders@karger.com, f: +41 61 306 12 34
www.karger.com

KI15490_4C

Date:

www.karger.com/phg

19 | 2 | 16

Review
61 Perspectives on Translational Genomics and Public Health in India

Chakrabarty, S.; Kabekkodu, S.P. (Manipal); Brand, A. (Maastricht); Satyamoorthy, K. (Manipal)
Original Papers
69 Utilizing Genomics through Family Health History with the Theory of Planned

Behavior: Prediction of Type 2 Diabetes Risk Factors and Preventive Behavior in an
African American Population in Florida
Seaborn, C.; Suther, S.; Lee, T.; Kiros, G.-E.; Becker, A.; Campbell, E.; Collins-Robinson, J.
(Tallahassee, Fla.)
81 Genomics Politics through Space and Time: The Case of Bioinformatics in Brazil

Bicudo, E. (Sao Paulo)
93 What You Don’t Know: Improving Family Health History Knowledge among

Multigenerational Families of Mexican Origin
Goergen, A.F. (Bethesda, Md.); Ashida, S. (Bethesda, Md./Iowa City, Iowa); Skapinsky, K.
(Bethesda, Md.); de Heer, H.D. (Bethesda, Md./Flagstaff, Ariz.); Wilkinson, A.V. (Austin, Tex.);
Koehly, L.M. (Bethesda, Md.)
102 Sickle-Cell Disease in Nigerian Children: Parental Knowledge and Laboratory

Results
Obaro, S.K. (Omaha, Nebr./Abuja); Daniel, Y. (London); Lawson, J.O. (Abuja); Hsu, W.-W.
(Manhattan, Kans.); Dada, J. (Kafanchan); Essen, U. (Abuja); Ibrahim, K. (East Lansing, Mich.);
Akindele, A. (Abuja); Brooks, K. (East Lansing, Mich./West Indies); Olanipekun, G.; Ajose, T.
(Abuja); Stewart, C.E.; Inusa, B.P.D. (London)
108 The Quality of Rare Disease Registries: Evaluation and Characterization

Coi, A.; Santoro, M. (Pisa); Villaverde-Hueso, A. (Madrid); Lipucci Di Paola, M. (Paris);
Gainotti, S.; Taruscio, D. (Rome); Posada de la Paz, M. (Madrid); Bianchi, F. (Pisa)
116 Comprehension and Data-Sharing Behavior of Direct-To-Consumer Genetic Test

Customers
McGrath, S.P.; Coleman, J.; Najjar, L.; Fruhling, A.; Bastola, D.R. (Omaha, Nebr.)

